Under the Microscope alternatives rather than additional. Of these, it is PFGE which has had the greatest Public Health surveillance utility -such that MDU has so-typed over 3,500 isolates since the early 1990s.
Binary typing is readily and rapidly performed but shows less discrimination than PFGE. Similarly, molecular serotyping. Binary typing and serotyping may be useful in ruling particular strains "out" of a particular investigation, but usually do not definitively rule as "in".
MLST is time consuming, relatively expensive and more useful at a broad level rather than in finalising views on particular attributions.
Riboprinter use is insensitive and largely discontinued locally. PFGE
for Listeria monocytogenes has proved an excellent tool for discrimination and attribution. Centralising testing has not been problematic as numbers are relatively low. MLVA performs similarly to PFGE and may prove easier to standardise -although this can be harder than it seems.
It seems inevitable that using NGS to determine phylogenetic relationships will replace all of the above -with some of the existing parameters utilised still being derivable. MDU has now sequenced over 200 isolates and NGS does indeed look promising. The NGS issues will include, for example, for SNP analysis, choosing comparators within lineages, accessing bioinformatics expertise, analytical algorithms and presenting the data to public health practitioners. As numbers of cases of Listeria monocytogenes are relatively low, we now believe we have these issues in hand. It may be that the laboratory analysis and reporting will focus more on cluster and attribution identification via comparative reporting rather than isolate by isolate reporting. NGS is particularly useful in addressing "when is the same the same?" -as needed in attribution assess- 
Monitoring of Listeria monocytogenes: epidemiologic aspects
Typing results are made known to senders, jurisdictions and OzFoodNet (OFN). Analyses of these results takes place at laboratory, jurisdictional, industry and national levels. This is best done when a One-Health approach is used.
Human data (epidemiology and laboratory) is centrally collated by OFN who regularly analyse and feed-back to jurisdictional stake-
holders. An exposure history using a standardised national questionnaire is performed for each case where possible with data being entered into a national database. This is a very sensitive national strategy -even challengingly sensitive as very small clusters (3 or 4) may be identified, and identifying which are "over" and which "the start of something" is constantly under review.
Recent food recalls including those involving multiple jurisdictions have been identified by these means. When there is a problem evident and it is confined to that jurisdiction, the investigation is conducted locally. When problems are multi-jurisdictional then OFN instigate a structured "Multi Jurisdictional Outbreak
Investigation" (MJOI), which informs next steps at the various food safety management levels, including internationally where relevant.
Challenges
We know what we know and we know there are things which would be helpful to know, but we don't know them -e.g. which The peak for enterotoxin production is just before lysis of the cell sporangium. This is why the time intervals for onset of symptoms are considerably longer, and it also means that testing the food for enterotoxin is not warranted.
The main criteria for diagnosis of food poisoning caused by Cl.
perfringens include the detection of at least 1 Â 10 5 vegetative cfu/g in incriminated food, and/or a faecal spore count of at least 1 Â 10 6 cfu/g in faeces from ill complainants. However, high counts need to
